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Supplementary Table 1. Summary of crystallographic data and refinement 
 
* I/σI = 1.79 at 3.2 Å resolution. 
 
 
 
Data collection 70S tRNA2Ile 
Space Group P212121 
Cell dimensions  
   a, b, c  (Å) a=211.9  b=450.8 c=625.6 
   α, β, γ (°) α,β,γ=90.0 
Resolution (Å) 50-3.1 (3.2-3.1) * 
Rsym 19.3 (120.2) 
I/σI 8.5 (1.1) * 
Completeness (%) 97.7(76.1) 
Redundancy 5.5 (2.3) 
  
Refinement  
Resolution (Å) 50.0-3.1  
No. unique reflections 1,046,021 
Rwork/Rfree 25.4/28.4 
No. atoms  
   RNA 202,942 
   Protein 94,214 
B-factors  
   RNA 97 
   Protein 108 
R.m.s deviations  
   Bond lengths (Å) 0.008 
   Bond angles (°) 1.1 
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